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Professor Dr. Dr.
Hannelore Ehrenreich

Klinische Neurowissenschaften, Max-Planck-Institut ftr
Experimentelle Medizin, Gottingen

ok

“Neuropsychiatric diseases: Early steps towards
biological disease definition”

Thursday, December 03, 2015
3.00 p.m.

Axon 2, MDC.C

Hosts: Susanne Wolf
Christiane Nolte

If you are interested to discuss scientific issues
with Dr. Ehrenreich, please contact
susanne.wolf@mdc-berlin.de

After the scientific presentation there will be
opportunity for personal discussion with the
speaker about issues related to women in life-
science careers. Please contact cnolte@mdc-
berlin.de
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Professor Dr. Dr. Hannelore Ehrenreich

Short CV

Hannelore Ehrenreich studied medicine and veterinary medicine in Hanover
and Munich, Germany. In parallel to her clinical training in neurology and
psychiatry (in Munich and Gottingen) she had several grant-funded research
positions in the USA (with Dr. Anthony S. Fauci, NIAID, NIH, Bethesda, MD),
England and the Philippines. She is professor of neurology and psychiatry, and
professor of biology and psychology (honorary), with teaching responsibilities
at the University of Gottingen. Since 1994, she is head of Clinical Neuroscience
at the Max Planck Institute of Experimental Medicine, Gottingen. Her research
area of interest is translational neuroscience with focus on: (1) Molecular-
cellular basis of neuropsychiatric diseases, particularly mechanisms of disease
and endogenous neuroprotection and neuroregeneration mainly focusing on
erythropoietin); (2) Preclinical and clinical research on neuroprotection and
neuroregeneration in acute (ischemia/hypoxia, neurotrauma) and chronic
diseases (schizophrenia, autism, MS, alcoholism); (3) Phenotype-based genetic
association studies (PGAS) as a tool to understand the genotype contribution
to (disease) phenotypes.



