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CouRse moDules
· introduction to R & Bioconductor
· statistics and exploratory Data analysis
· introduction to next-gen sequencing
· Rna-seq analysis
· Chip-seq analysis
· variant calling and annotation
· Data integration and predictive modeling
· metagenomics and human health 
· Cancer classification based on Ht-seq data
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Germany i Berlin institute 
for medical systems Biology, 
max Delbrück Center

application Deadline 
01 july 2016
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